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REMARKS 

I. Group Ejcctipji 

The Examiner has restricted the present Application into 3 iliffcrcnl groups rclrLting to 
canine intcrlei.ikin-5 (TL-5) nucleic acid iriolcculcs, methods lo regulate an immune response 
usin^^ composilions comprising such nucleic acid molecules and melhods to produce a canine 
li piorein using the disclosed nucleic acid molecules. Specifically, Group I, consisting of 
claims 1-13, is drawn to canine TL-5 nLicleic acid molecules. Iiumunoregulalory nucleic acid 
molccnles of Group 1 include SBQ ID NO; 1 -4, SEQ ID NO:6-9, SEQ ID NO: 1 M9 and SEQ ID 
N0:2i. Proteins encoded by such nucleic acid molecules include SEQ ID NO:5, SEQ ID NO; 10 
and SHQ ID NO:20. 

Applicants traverse Ihe restriction between Groups I, J I and Ifl to the extent that 
Groups 11 ;uid HI recite the subject matter of Group 1. Applicants submit the subject matter of 
Ihesc Groups is sufficiently small and so closely related that a thorough search for the subject 
luaiter of Group I would be sufficient to uncover subject matter related to Groups II and III, 
Specifically, the claims of Group II are drawn to methods to regulate an immune response using 
Ihe nucleic acids of Group I and compositions thereof. Applicants emphasize the melhods of 
Group 11 recjuire die use of the nucleic acid acids of Group I ;md therefore a search of the subject 
luattcr for cither Group would be sufficient to examine the subject matter of the related Group, 
Similarly, with regard to Group Til, the subject matter of whicli is lucthods to produce an 
imnuiriorcgulatory molecule by cuhuring a cell comprising the disclosed nucleic acid sequences, 
Apphcants submit the methods of Group HI also require the use of the nucleic acid molecules of 
Group 1. In fact. Applicants submit that if the sequence identifiers of Group I are removed as 
clenienls from the claims of Group ITT, ihe claims of Group III lose all n^caning. As such, the 
juudeic acid niolecules of Group I are essential for the methods of the claims of Gi oup III. 
Therefore, Applicants contend that because die methods of Groups 11 and 11 cannot be piaeliecd 
without the nucleic acid molecules of Group I, these Groups do not describe independent 
inventions as described in M.P.E.P. 5^802.01 and therefore, Applicants request rejoinder of these 
Groups. 



"1 



JAN-1 4-2003 TUE 02:25 Pfl HESiB CORPORATION FAX NO. 970 491 9976 



E^ 



claims of Ciioup T, and to request that the claims of Groups IT and TTT tliat depend from or 
odierwise ifieludc all the Hmitationy of the allowable product be rejoined and examined for 
paicntabihty. In re Brouwcr, 37 USPQ2d 1663 (Fed. Cir. 1996); In re. Ochiai, 37 USP02d 11 27 
(Fed. Cir. 1995). 

! [ JF] ec^u 0 1) of Seque nces for Hxaminalion 

The Examiner has further divided the disclosed sequences into 3 independent and distinct 
Tnveniioi^s and has reqiurcd the applicants lo elect a single Invcjition for examination. The 
sequences have been divided as follows: 

h^vention 1 nucleic acid seqiieric:es noi containing a part of SEQ ID N0:4 and 6, 
hivcntion II - nucleic acid sequences not containing a part of SEQ ID NO:7 and S. 
Invention HI - nucleic acid sequences not containing a part of SEQ ID NO:y and 1 1 , 

Applicants have reviewed the individual Inventions as described by the Lixaminer but are 
coufLised as to the reasoning applied in creating the division between Inventions. In particular, 
A[>plicant^ are confused by the language used to describe the subject mailer of clicIi Invention in 
lhat such language exclades the majority of the sequence for which the Applicants seek 
protection. Applicants respectfully submit the Rxaminer erred in the choice of language, in 
particular by including the word *not' in the description, and, further^ Applicants believe the 
Examiner meant to describe each Inventions using inclusive language as follows: 

Re vised In yen t \ on D cfiniiion 

Irivendon \ - nucleic acid sequences containing a pail of SEQ ID NO:4 ;ind 6, 
Invention II - nucleic acid sequences contciining .ipari of SEC^) ID i\0:7 and S. 
Invention 111 - nucleic acid sequences containing a pari of SEQ ID NO:9and 1 1 . 

In drafting ihe response below. Applicants have used the revised Invention definitions givci^ 
jI^ovo. Applicants request that if their niterpretation of the Examiners intentions is incorrcci, inui 
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In response to the rociiiircmci^ toclccL an Invention, Applicanls provisionally clcci 
InvcDiion I with traverse for the follovvnig reasons. The Examiner has divided llic sequences 
disclosed in the instant Application into 3 distijicl Inventions, as described above. However, 
Applicants note tlie disclosed sequences all come from the same canine gene and jn fact, many of 
die sec]aences arc sub-sequences or fragments of the parcjU sequence and Uuil all of these 
sequences are identical in their overlapping regions. For the Hxaniiner's convenience, a chaiL 
showing ti^c relationship between the claimed sequences is shown below; 



SizQ ID ] Description 

^ J\ U : _ __ I 



t 

u 1 


pruiicr tui) /\ J Lj^^/vt^. 1 1 1 ... 




I'll' 1 1' \ A r^{'^ A A 

pimici Uu i oljAULiAA... 


3 


nrirner fo^i OTGACYCTT 




transcript contahiing canij^c lL-5 coding region 


5 


translation of coding region from SEQ ID NO:4 


— 

6 


reverse complement of SEQ ID N0;4 


7 1 


coding sequence for canine lL-5 protein 


s 


reverse complement of SEO 115 NO;7 


9 


coding sequence for mature canine lL-5 protein (minus signal sequence) 




translmion of SE0TDNO:9 , 


11 


reverse complement of SfiQ TD NO: 9 


12 


primer (p) GGGCTCGAG 




PRIMER (q) CCCGCGGCC 


1 ^4 


5' AGGCAAACACTGAACATTTC 3' 




5' TCTCCAAAATCTTCCACTAC 3' 


i " 16 " 


5' TCAAGGGAGGCTATAAATTC 3' 


17 


1 5^ TTATAG rCAAGGGCA'I'ATCC 3' 


1 18 


sequence of entire canine IL-5 pcnc including introns 


19 


' reverse complement of SKQ TD NO: 1 8 


■ 20 


N-tcrminal 15 amino acids from canine IL-5 protein 


1 21__. 


partially processed transcript 



Fr^ni ihis chart it caii be seen tliaL all oT sequences arc canine IL-S sequences, stmic aic full 
length transcripts or their complemenls while others arc segments of the full length gene (such 
as SRQ ID NO:9 which is the coding sequence for the mature form of ihe ]L'S protein), or 
primers used to generate such nucleic acid molecules. SRQ TD NO: IS is the full length gene 
inckiding Ihc nitrons. To further illustrate the identical nature of the major sequences, 
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Sliy. 1 or.AGGC?J-iAC ACTGAACATT TCAG7-^GCTAT GAQAATGCTT CTGAVn'I'GA 

1 AT GAGA7iTGCTT CTG.A.Vr'nGA 

SIlJJl 1 --AQGCl^J^KC ACTGAivCATT TCZvGAGCTAT GAGAATQCTT CTGA ^^l^'l'-.^GA 

SJt:-) 31 G':*1'TGC'..'AGC VC'I'TGCGGC': GCCTATG'VTT C'I'GCCTTTGC TG7AGAAAAT 

2 3 GTTTGCTAGC TCTTGGGGCT GCCT7^TGTTT CTGCCTTTGG TG'':hG/-^AAA'L' 
SIlj> 1 TTTGC TGTAG.\AA7\^ 

,s;n::.i gt':"*'GCTAGc tcttcgggct ccctatgttt ctgcci^I'Tgc totagaaaa': 

SZ:^-\ 101 CCCATGAATA GACTGGTGGG AGAGACCTTG ACACTGCTOT CCAGTC7.TCG 

Sl"i:V 7 3 CCCATGAATA GACTGG'.'GGC AGAGACC^'TO ACT^CTGCrCT CCAC':'CA1'CG 

F:J]:? 16 CCCATGAATA GACTGGTGGC AGAGACCTTG ACACTGCTCT CCACTCATCG 

SIlJl':. 9 9 CCCATGAATA GACTGGTGGC /vGAGACCTTG AGACTGCTCT CCACTC/.TCG 



P.ZVA 151 AACTTCGCTC ATAGGCGATG G 

Sli:"/ 1?.3 AACTTGGCTG AT7vGGCGATG G 

SIIC; AACTTGGCTG ATAGGCGA'l'G G 

2.'\9 TnACTTGGCTC AT7AaCCGATG Gggtaartr.tt 



cc r acactct. 



si:m i^^2 

c^'-.17 1,'.: 

SJK';) tr/ ' 

3I1C21 109 t taciacitgcci i:.g99taaUt.g g tggC.ggl'.gg cV'ag ttt.tr. a ari^ga'^ccatt 

h:\U^ ^.i: 

IN/ I'l^: 

si.:^ 67 

.S G-.'-]. /'l!:.* ^- tc^'^^ataatg aagtaacgag tgttaai-acit cttataatggg toaccatgtL 

I'ly 

s:":i'/ 

fill'j 6'i 

Sir.Tl 2 9 5> ac Ucagr^iaga actanatraa aagttatgaa ccbtacan'ja cau*:aa a a riu 



i^IlM 172 

sir:7 144 

gaatgttgtt tcctLtcr:i:t 



--G7VACCT GATGATTCCT ACTCC'lGAAA 

--GAACCT GATG7\TTCCT ACTCCTGAAA 

— G.AACCT GATGA'i'TCCT ACTCCTGTi^AA 

zaGAACCT GATG7iTTCCT ACTCCTGAJvA 



SII.: 19o A'.AAA.AATCA CCT^JvCTGTGC /^TTAAftGAAG TTTTTCAGGG* TATAG;^C7iCA 

SZ:J / 17': AT7^AAJ\i>iTC7^ CCAACIGTGC ATTAA/AG.AAG TTTTTCAGGG T2wAC-ACACA 

ii?. ataaaaatca ccaactgtgc attj^jvag.^g tttttcaggg tatagacaca 

3 99 7vTaa7^7uvtca cct^.ctgtgc attaaagaag tttttcaggg tatag-acaca 



::ji 



jA-i ttgaagaacc a^^j-vctgccca cggggaggct giggataaa: 



^tgaag;vacc 7v7w\CTGC0*;A cgggca 

^TG7iA.G/^-^XC ArtACXCCCCA CCGGGA 



^^CT GTCGAT7^-A7v:: 
^GCT GTGGATAAAC 



^TG.V\G7iACC AAACTGCCCA CGGGGAGGCT GTGGATAA^G 



TATTCCAA7LA 
TATT CC/\?"-J\7\ 

■■j.'A'i'i ::cAA.A.2. 

TA7'T ":CA.\AA 



.S[IG CiTGTCTTTA AT7^JL^AGAAC ACATAGACCG CC.V^AJ^J'^^GiA AGGTGiG^CAG 

:■; 1 • J 2 7 ■ ",' C TTG TC T TT A AT.^^ A A" A -av- AC AT/iG AGCG C C7i7v7i7-^7^\AA 7^ :;>.V7G'.;'GC AG 

:'13 C'1TGTCTTT7. 7vT7i7uV.G?'^\G ACA'iAGAGCG CCAA7-^AA.Va.\ AGGTGTGC/^G 

Sir-Jl '19 0 CTTGTCT'lTA ATAAAAGJ^AC ACATAGAGCG CC7^AAAAAAA AGGTGTGCAG 



SI:M 3 4^1 GAGAAAGATG CAGAGTGACA A7iGTTCCTAG ACTACC'J^GCA .\GT7^TTTCTT 
[-r'.\J 120 GAG:u^A.GATG GAGA.;tGAcA. AAGTT2CT7.G 7\CTACCTGCA. AGTA'i M'TC'l'^ 
263 GAL;AAAGATG GAGAC^TGACA AJ\GTTCCTAG A'J'IACCTGCA 7vGTATTTCTT 



^'GJ G7-vG;u"i/vGATG GAGAGTGACA AAGTTCCTAG A2T7iCCTGC7-i AGTATTi'CiT 
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3 98 Gt^TCri'AA?^^^ ACACCCAGTG GACACCGGAA AGTTGAG.A^C AA/\CCC4GCT'r 

3 7 0 GGTG':V\A?AA ACACCGAGTG GACACCGGAA AGT- ■ 

313 Or,TOTI^jkT?J\ ACACCGAOrO GACACCGG^^^A ACT 

5 99 GGTGTAATAA ACACCGAGrG GACACCGGAA AGTTGAGTV/iC TVAAvCCGGCTT 




4 'IB ATCGTAGT'GG /J^.GATTTTGG AGAaguatgg ttrttiggcg j.tgaga.arga 
J03 



SIi:9 34G " — - 

SIM21 649 A^I'TGTAGTGG AAGATTTTGG AGA 

Based in Ihe information provided by ihe Applicants, it should be cle^n lhc)t the di.sc]osL^d 
sequences arc subsets of each other and arc identical in nature in the regions in which they 
overlap. Those fragments may be considered to encode the same protein as the parent and 
dic^reTore wotdd not constitute an indcpendeni invention requiring an independent search. 
M.P.h.P i5 803.04 Therefore, due to the overlapping and identical nature of llie fragments, the 
number of distinct sequences Lhat must be searched and examined would be reduced. In light of 
the above arguments, Applicants respectfully request the Examiner relracl die division of 
sequences into distinct Inventions and the requirement to elect a particuhu" Invention for 
exrUiiination on the merits. 



Respectfully submitted, 





Richard J. Stern jp^D. 
Registration No.^0,668 
Heska Corporation 
1613 Prospect Parkway 
Tort Collins, Colorado 80523 
Telephone: (970)493-7272 
bncsmiile; (970 j 491-9976 
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